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08:50 - 09:30 5&%%: Inspiration from synthetic biology in
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10:10 - 10:30 Coffee Break/Zs &

10:30 - 11:10 X &% The algorithm improvement for statistical
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11:10 - 11:50

Fi#2ili: ETph: Enhancers and their targets in pig
and human database/ETph: J&. AMG5g 7 5 H AR
SERBHEE

12:00 - 13:00

4% /Lunch Time
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14:00 - 14:40

Ignacy Misztal: Selected problems in genomic
selection/J R ZH i 5 H () — 28 i)
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Ben Hayes: Genomic selection - the next steps in
livestock and crops/Z K| 2H 1% £ & & FEXI ) T
_ 1Bk

A5 1]
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RIEMR: Estimation of genomic breed composition
and its application in genomic selection,/ 3 [X] 2. i
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I/ KAML: A kinship adjusted multiple locus
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genomic prediction/ KAML: — N3k, FaE. 1
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T mZ: Key issues in pig genomic selection /%%
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X3 %: The application strategy of genomic
selection /32 [K 4 1% ¢ |57 FH o5 i

17:50 - 19:00

48 /Dinner Time
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08:30 - 09:10

J7%: BayesPoly: a software for fine mapping
causative variants for big population/ BayesPoly:
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09:10 - 09:50

Fiz R : Identification of functional genes
underlying disease resistance and intramuscular fat
deposition in pigs by multi-omics approaches /3%
T2H B SRR IUENILA BT
BAHR D REZE A
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¥RV : Probe-based association analysis identifies
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10:40 - 11-10 BEH . Animal genetics & breeding at SDAU/LL
' ' RV R 2 Bh st & Faf F fai
11:10 - 11:30 1% 2/ Closing Remarks
11:40 - 13:00 A48 /Lunch Time
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Dr. Jack Dekkers lowa State University
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Genetics Selection Evolution =% .

Dr. Ignacy Misztal  University of Georgia
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Dr. Ben Hayes University of Queensland

H bn3 A s EEE ¥ K. &F5 Goddard. Meuwissen JLFEIFEH T
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Nature Genetics. Nature Reviews Genetic. Science Z57E N 22 A BAT] EE K%
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PLoS Genetics. BMC Biology 247 E3miHT], HAEE SCIiE3C 10 /i, 3k
LR LI, BAFEVERL 3 1. e AMER BARRIFEESHFHETH .. & A
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Biology and Evolution, Scientific Report 257

11, TR BB o EAO K

Hh [ O R 2= B st AL B M Bk, A EROL KA R P,
AT, BRI RO TS, A E PR 8 AR DAL A0 SR R
O, BT RHGE B RGE, PEENEEESFE A, FEEAR
e E, FEMNFEIWBALTIAL . R BE AR AR B R, RS
IEZR. BEZ R 10 &2 . /£ Nature Ecology and Evolution, Genetics,
Genetics Selection and Evolution Z5[E Fr22 AR T4 &% SCLiE L 50 &5, 3k
A EAERL 20 I, 585 3 TP AR L EMN 2 KRN, P43 B K ME TN
22Jih 4 T

12. Zz RAER LR AON R H08%
W AR K A B IR e SR 2B B, P E AR o B H,
T & R B SE R s AL B R > e bl r 2 B, REARE
P BB F 2 MEBE A2 R FENFED TEY S 53
BT, ERERIPURE R XGURIAE KA TP & SR
W38 A% 225 05 T AR — AR B BT R o

13. B B HER LR KA H IR

WAL R ZE SR 2 B sh VIR A B %, shisil & Fh 5 B0 &R
FAE, WRERLPASENA, LR B R TE s L BT 1 I i
MER, EXREERERERRaTWERL, TEEREEASFRETS
HEHF, FRERSSHSE, PEHEHRLD 2RI 2EPK. X%
RERR FENHNIH IR T 5 TR BRI . ERFFEM TER 1
T 25 3TFAEE AR, FNBRIZOETE T RIAR. Fil
KER. IERKER. KEBREKER, KIEHT 7 EBEE. RSO H
BAMEERRASIER, SNEE 7B, TLRE%E.

. VUEE

L AR AR MY R 2B I 0 B R TR R, R N 5 SRESHIT, H
TR, B,

(D Fg/RE2W)E (320 Jo/ff)

Hodik: ZRZe MRl X R K 288 5 (AR B SR & A, BE S L AR AR



K2 700 )

Bk R HLiE: 0538-8209999

(2)  ZRZERIE)E (280 Jo/if)

Hubk: RBzmiZEIX EKE 685 (RILHTE, BHE LR A A 1km)
B & HLi%: 0538-8786366

(3) IR R 2 Il HA AR s

AR R
1458 |— TR
msg;&;gg xfel REESH &
®O R i LR | -
EEETEE RERLDE
S ERFULER O
Fih =R
Sl R T
" WFRRIEAS o
RERELE
O EREE
Mt
s
o ®
1R EE
o]
g IE &
Oasen BRFNE
nE ]
OZ{“?D?*I o REME®E
BEREE
o SR B TEME S LA
PNTE oG
whiin W sierE O FumrEns
EERE P EINES
Qinme REEIRH 1
0
FLlk REAE ~

=, XiEiEW

(1) FreaEsflig—2= L Ih/R 255
TR 1. B Ena E Ryl i P AT 171 K2 REEEE BRI A 5guh,
AR AR R B AR MU ASZ 0, (B r L KR RIS il K ZE I 1] :
9:30. 10:30. 11:30. 12:30. 13:30. 14:30. 15:30. 16:30. 17:30. 18:30.
19:30. 21:00), AT 156 KEIEZEEFRIRATHE . B Al R A uG,
A4 10 BRACIR A B AR RS A S, AT 441 KBE /R ZW)E, FHN
2] 2 /NEF 30 B
Ji%& 2. Gregigha E PN P AT 171 K EREESE PRIy A 5Cuh, ok
AN R LR e 2k B AR M S WS A B, MR 2 S T A 23T 42 2 30 /R
SN, B2 2 /N



(2) EEFEui—Z 3R 2 E
kAR ke 37 BY/K37 MR TR WA, AT 853 oK, HHET: 1 /hEF. 4T

JG
(3)  Fivh—& 1L /R 2H)E
T KL HHEE AL 6 /K6 BRAREEFEMIT NE, 1T 69
Ko ¥ 17 50%R . FTZEZ 6 TG



